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[Abstract] Traditional Chinese Medicine (TCM), as a traditional treatment method, has shown unique potential
in the treatment of chronic diseases, infectious diseases and other diseases, and is increasingly receiving global
attention. With the rise of artificial intelligence technology in multiple fields, significant progress has been made
in its application research in the traditional Chinese medicine industry. Artificial intelligence has limitations in
the development of the traditional Chinese medicine industry, including insufficient depth of pharmacological
research, uneven database quality, and challenges in human—computer interaction. Despite the aforementioned
bottlenecks, artificial intelligence has opened up new opportunities and innovative paths for the modernization
of traditional Chinese medicine. By promoting the deep integration and application of artificial intelligence
technology throughout the entire chain of the traditional Chinese medicine industry, it is expected to overcome
the core challenges of industrial development and accelerate the modernization process of the traditional
Chinese medicine industry. This article systematically reviews the process and challenges of integrating artificial
intelligence into the traditional Chinese medicine industry from the dimensions of new drug discovery,drug
target determination and drug activity detection.
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