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[Abstract] Objective: To investigate the expression characteristics of CD112R in gastric cancer tissue
and peripheral blood. Method: Collect 50 gastric cancer tissues, 50 adjacent tissues, and 50 preoperative
peripheral blood samples from patients who underwent radical gastrectomy for gastric cancer from
January 2023 to January 2025, and detect the expression of CD112R protein. Long term follow—up of
patients, recording progression free survival (PFS) and overall survival (OS). Result: The mRNA
expression level of CD112R in gastric cancer tissue was significantly higher than that in adjacent tissues.
Patients with high CD112R expression had significantly lower OS and PES than those with low
expression (P<0.05). Multivariate analysis showed that high CD112R expression was an independent
risk factor for OS and PFS. Conclusion: CD112R is abnormally overexpressed in gastric cancer tissue
and significantly associated with poor prognosis, making it a potential molecular marker for evaluating
the prognosis of gastric cancer.
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