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Exploring the mechanism of photocatalytic regulation of bacterial drug resistance in
autonomous intelligent systems
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[Abstract] This study revealed the effect of photocatalytic treatment on tetracycline resistant Escherichia coli
Ecoli. through whole genome sequencing and GO enrichment analysis The impact mechanism of DH5a (TET)
resistance. The results indicate that photocatalytic treatment activates the ion transmembrane transport function
of cells, promotes the entry of antibiotics into cells, and reduces bacterial resistance. In addition, photocatalytic
treatment also affects the expression of key sites of EF Tu protein, thereby inhibiting protein synthesis and
reducing bacterial activity. This study provides a new perspective for understanding the molecular regulatory
mechanisms of bacterial resistance and provides a scientific basis for the application of photocatalytic technology
in the field of antibacterial treatment.
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1D Description
GO:1802600 proton transmembrane transport
GO:0045333 cellular respiration
GO:0098655 cation transmembrane transport
GO:0098662 inorganic cation transmembrane transport
GO:0022904 respiratory electron transport chain
GO:0055114 oxidation-reduction process
G0:0034220 ion transmembrane transport
GO:0015990 electron transport coupled proton transport

G0O:0015985 energy coupled proton transport, down electrochemical gradient
GO:0015986 ATP synthesis coupled proton transport
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