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Based on network pharmacology the effect of andrographis on anti-liver cancer was studied

Yuqing Li' Lifang Lv*
1 Kunming Medical University 2 Tianjin Baodi District People's Hospital
[Abstract] Objective Network pharmacology was used to explore the mechanism of action of andrographis
against liver cancer.Methods The active ingredients and potential targets of andrographis were obtained by
TCMSP database, and the potential targets of liver cancer were searched by GeneCards, TTD and DisGeNET
databases, and the common targets of the two were screened. Utilizing the STRING database facilitated the
assembly of the protein interaction network, while the construction of the corresponding network was executed
through the Cytoscape application. The DAVID database played a role in conducting GO and KEGG
enrichment analyses for the overlapping targets.Results Andrographis contained 24 main active ingredients, 66
targets, 2655 differential targets between liver cancer samples and normal samples, and 51 intersections. Protein
interaction network topology analysis showed that the mechanism of andrographis in the treatment of
hepatocellular carcinoma was related to TP53, IL6, AKT1, TNF, PTGS2 and other targets. There were 122
KEGG-related enrichment pathways, including p53 signaling pathway, PI3K—Akt signaling pathway, and
IL—17 signaling pathway, and it was highly correlated with cancer signaling pathway, hepatitis B signaling
pathway, hepatitis C signaling pathway, nonalcoholic fatty liver disease signaling pathway and other disease
signaling pathways.Conclusion Andrographis is a multi—component, multi—target, and multi—pathway
anti—cancer drug, which provides a reference for further theoretical research on andrographis in the treatment of
liver cancer.
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