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Gene sequencing technology helps in the prevention and control of infectious diseases
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[Abstract] Infectious diseases are caused by pathogens and can cause major public health security incidents. In
the prevention and control of infectious disease epidemics, the speed and effectiveness of infectious diseases are
particularly important. With the development of molecular biology, gene sequencing technology plays a vital
role in pathogen detection and has become an important part in the prevention and control of infectious diseases.
Therefore, this topic summarizes the development of sequencing technology, summarizes and analyzes its role in
the prevention and control of infectious diseases, aiming to strengthen the forward—looking layout of the
development direction of related technologies, and improve the effectiveness of resource allocation in scientific
and technological research and development.
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