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Bioinformatics methods were used to study the differentially expressed genes during
adipogenesis
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[Abstract] Objective: To identify differentially expressed genes during adipocyte differentiation using
bioinformatics methods.Methods: Chip data were searched in the GEO gene chip public database of NCBI, and
the chip data (GSE185481) was ultimately selected as the analysis object. The differentially expressed genes were
identified using the functions of R tools in the Bioconductor package and the Limma package.Results: Through
the analysis of GSE185481,7 hub genes were identified by String and Cytoscape analysis.Conclusion: There are

differentially expressed genes during adipocyte differentiation. In this experiment, hub genes were screened out

by analyzing the chip data (GSE185481): Mki67. Ccna2. Aurka, TOP2A. Cdc20. MMP9 and Melk.
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