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[Abstract] Klebsiella pneumoniae (KP), a major causative agent of human diseases, has become a significant
global health threat due to the rapid rise in carbapenem—resistant strains.Recent studies have investigated the
molecular mechanisms underlying the carbapenem resistance of K. pneumoniae, highlighting the involvement
of multiple biological processes and genetic mutations. Current studies have identified the following resistance
mechanisms: the production of f—lactamase, alterations to cell membrane permeability, and the transmission of
resistance genes. The complexity of these mechanisms and their variability among different strains present a
significant challenge in the treatment of drug—resistant Klebsiella pneumoniae. Therefore, an in—depth
understanding of its resistance mechanisms is not only crucial for the development of clinical treatment strategies,
but also provides a solid foundation for the development of novel antibiotics in the future. The present review
aims to systematically explore the major resistance mechanisms of carbapenem—resistant Klebsiella pneumoniae,
with a view to providing a reference for relevant research and clinical practice.
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