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Network Toxicological Analysis of the Hepatotoxic Effects of Aloe Vera Extract.
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[Abstract] This study explored the mechanisms of liver injury caused by Aloe vera extract using network
pharmacology, providing a theoretical basis for subsequent experimental research and clinical application. By
integrating the TCMSP database and applying the criteria of OB=30% and DL=0.18, five key toxic
components in Aloe vera extract were identified, including aloe—emodin and isobarbaloin, which can act on
223 targets. Core targets include AKT1, SRC, PPARG, etc., and core components such as sitosterol and
quercetin exhibit strong affinity. Targets were predicted using SWISS, OMIM, and other databases. A “chemical
component—target—disease” network was constructed with Cytoscape, and protein—protein interactions and
pathway enrichment analyses were performed using STRING and DAVID databases. Results indicate that liver
injury caused by Aloe vera extract may involve signaling pathways such as PI3K—AKT, EGFR, and PPAR, and
is closely related to its action on targets like AKT1, TP53, and SRC.
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