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[Abstract] Objective To explore the potential mechanism of action of Shengmai Injection (SMI) against
LUAD/COVID—19 based on bioinformatics analysis and network pharmacology. The method first identified
the clinical characteristics of LUAD/COVID—19 patients through bioinformatics analysis, including
differentially expressed genes (DEGs), survival rate, and prognosis; Subsequently, genes with differential
expression intersection with SMI related genes were screened; Ultimately, network pharmacology and
molecular docking techniques were utilized to investigate the main therapeutic targets and potential mechanisms
of SMI against LUAD/COVID—19. As a result, a total of 905 LUAD/COVID—19 difterentially expressed genes
were identified, including 40 genes with prognostic significance and 86 genes intersecting with SMI.
Enrichment analysis showed that these 86 genes were significantly associated with COVID—19, HIF—1 signaling
pathway, lipid and atherosclerosis and other diseases. Through protein interaction network analysis, we
identified 8 core genes (GAPDH, ALB, IL6, TLR4, FOS, ACE, ERBB2, and CDK4). Molecular docking
experiments showed that the top three GAPDH, ALB, and IL6, as well as their corresponding SMI active
ingredients — adenosine, 3,4—dihydroxybenzoic acid, salicylic acid, (Z, S) — jasmonic acid, and jasmonic acid —
all exhibited good binding activity. Conclusion: Research based on bioinformatics and network pharmacology
suggests that GAPDH, ALB, and IL6 of SMI are potential targets for anti—-LUAD/COVID—19 therapy.
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