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Exploration of the Mechanism of Jieyu pill in Treating Insomnia Based on Knowledge Graph

Shuming Liu  Xucan Hou Xingde Ren Yun Wang

Information Engineering Research Center for Traditional Chinese Medicine,Beijing University of Chinese Medicine

[Abstract] Jieyu pill is a commonly used antidepressant formula in clinical practice and has been shown to also
have a therapeutic effect on insomnia in recent clinical efficacy studies, but the specific mechanism is not clear.
This article will study its mechanism of action. Neo4j was used to construct a graph database based on Insomnia
and the mechanism of action of Jieyu pill as a platform for data integration; the entity syntax system was used to
parse the effect of Jieyu pill on the treatment of insomnia. The 61 selected genes were analyzed by gene
ontology (GO) function enrichment analysis and Kyoto Encyclopedia of genes and genomes (KEGG) pathway
enrichment analysis. The results show that its realization of insomnia treatment is mainly through comprehensive
regulation of biological process such as the circadian sleep/wake cycle, nerve conduction,the digestive system,
blood circulation, immune function ,et. The research results indicate that the development of new drugs for the
treatment of insomnia can start from the comprehensive regulation of the nervous system, digestive system, and
endocrine system.
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