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[ ZE) B4): ZFLIERI AL EB 5F (Epstein-Barr Virus, EBV) DNA #HE 5)L &% f 1%
¥ Az miadg % 5% (Infectious Mononucleosis, IM) e &k & L. 52 3 F AN 35 4709 ) /2 X Bx R 2 1L
XF, ARBIFIEE, PEREYRRL T FRCREIEIERIE, ik @EEIE 2024
F T8 ACFTHSER 254 IM &ILFTA, # EBV DNA # 2 3.0E+05 copies/mL # & AL
SAHRBEER (126]) 5ZH&REHE (1346]) , A ABERFERER TR, 2HEESHS
AR R M. SR AR, FREAKTHHETIL (P>0.05) ; SEAEAFHEMEALR
25 (692%) . K#FEHK (61123 X) 2HEHTRAEA (16.7%. 38122 X) (P<
0.05) , AR RERAFLZ F (P>0.05) « FREMHAAY, SR ETAFLKRC @I L (137
+53%) . ALT (191.6X177.6 UL) &% & TIA&Z4A (8.2X5.8%. 65.4X103.7U/L) (P<
0.05) . HAXHHAT LT, EBVDNARE S ALT £& K E48%, 5 AST. FA#H e mia ki)
¥EPHBEEMK (P<0.01) o #i: sMF& EBVDNA HE 5)LE IM A AR ZH XK,
BmAREEIUT ARG AL S, ABREK, THEAREZELELLE. ARG AH 9
SEMFAREN, AERLTT TTREMNBENM T FH 2 REE £ L
[REiF] LE; H4EHEEminsE %z, EBJmF; DNA & E; BREIN; MEK
HESES: R725.1 XEERREE: A
Correlation between Peripheral Blood EBV DNA Load and Clinical Manifestations of Infectious
Mononucleosis in Children
Maoquan Wang
School of Laboratory Medicine, North Sichuan Medical College
Abstract: Objective: To systematically explore the intrinsic correlation and quantitative relationship
between peripheral blood Epstein—Barr Virus (EBV) DNA load and the clinical manifestations and
laboratory test indicators of infectious mononucleosis (IM) in children, and to provide evidence—based
basis for clinical condition assessment, severity grading, and optimization of treatment plans. Methods:
The data of 25 children with IM from Bazhong Central Hospital from July to August 2024 were
retrospectively collected. The patients were divided into a low—load group (12 cases) and a high—load
group (13 cases) based on the critical value of EBV DNA load at 3.0E+05 copies/mL. The clinical
characteristics and laboratory indicators of the two groups were compared, and the correlation between
the load and each indicator was analyzed. Results: The baseline gender and age data of the two groups
were balanced and comparable (P > 0.05); the incidence of liver function damage (69.2%) and the
duration of fever (6.1 * 2.3 days) in the high—load group were significantly higher than those in the
low—load group (16.7% and 3.8 + 2.2 days) (P < 0.05), while there were no differences in other
clinical symptoms (P > 0.05). In the laboratory indicators, the proportion of atypical lymphocytes (13.7
+ 5.3%) and ALT (191.6 = 177.6 U/L) in the high—load group were significantly higher than those
in the low—load group (8.2 £ 5.8% and 65.4 *+ 103.7 U/L) (P < 0.05). Correlation analysis showed
that EBV DINA load was highly positively correlated with ALT, and moderately to strongly positively
correlated with AST, the proportion of atypical lymphocytes, etc. (P < 0.01). Conclusion: The
peripheral blood EBV DNA load is stably and quantitatively associated with IM in children. Children
with high EBV DNA load have a higher risk of liver function damage and a longer duration of fever. It
can be used as a core biological marker for severity grading and liver function damage prediction,
providing important support for clinical diagnosis, efficacy monitoring, and individualized treatment plan
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YL B AN 20 (IM) 2 ) LFE 5 LIRS I 0%
tHEB B (4 B NJEZHIEE, XUEE DNA WidE, 1964 F4k
MEDD B, Wi EE. BT, BEEEH.
FLHRTOREAR g # s WA 26 Bk 2 ST v I EL 485 e K
AR RS, JLEZ R TREN. BRIz ).
WIS AE SRR . IM B E R, E T 0% .
FHSE 2 P RIESETS, RAEERTTIA 1%~2%2. K)LE %
P BRI AR 25 B W PR AR AR AE 7 5 HL, K T I
RiZW 5iar M, REJLEMZEMIRKERETEE. i
EBV DNA il BT ) L2 A% Bt Sz 40 s 2 i 1 3 112
Wil), (XL RE DNA 2 & 51k R IUAH S 1 TRk
A FURE B T RO BE B CTE FHZ BT MR 25 4 BT ) L
PRI PR B ARE AT [l B 40 #T, PR3 AR I EBV i S0A% # A%
HRREES IM B LRIG AR . S50 2 1 25 45 B A G,
HIGR TAERE— 2 S %

1 #ERFAE
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HEEY 2024 4= 7 H~2024 F 8 H HME E AT O E R
YETK 25 1 IM B LVE MR AT %

1.2 gy Nbrite SHERR AR HE

I NFRE: EB-DNA RMIPHME; E# 1-15 25 IGRSHT
N IM. HEBRARAE: AR Ak 51 4D 128 A4 Gl B A% 40 i 1
ZUE; B REESRIN BRI RIETIREA A

1.3 J7i%

1.3.1 SR 7 ISR BB LIRAE IS . MES . I PRORE
REARGE (REBEM MR BRI, B Ik
i K. BHRIREKM . AR, ALEEES) M
i ALK A E o L AR IR R R A A AR EE (AL,
BN (AST) . FLERBEEE (LDH) . JIEREEF T
B (CK-MB) . EBV-DNA &l &I K %58} o

1.3.2 K J5id: {4 A5G IR - 75 AR % e V00T L ik Fy e £,
TEMMEE N UTMEL 100 > 40H, TH L A 5 200 LA AR B 43 2R
I ¥iFatr (WBC. LYm%) HETE F800 4= H 34 4
M A B H R 377 5E 5 AE 4k $8 4R CALT. AST. LDH. CK-MB)

il
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FH H 57 LAbOSPECT 008 a A= 4k 43 #7143 K L it 233570 5 s
AhJE I EBV DNA % i2R Fl SER %€ ) PCR VA, X751 B 75
MR B PR A PR BR A F1 A7, &R R A 500
copies/mL, KX #$ K Gentier 96E %) iE & PCR 1%

1.4 Guilsmik

FEHUR TN SPSS 29.0 FRGEH SRR, HH R X £
FKor, TWH oR5%; T EME % n KR, Fisher A4
RN, WA E AR ME A W Pearson 40 HT G2 IER 7
i) 8% Spearman AT CANH R IEA0 i) , BLP<<0.05 K
ERBFHIFE .

2 R

2.1 — MR

GG R AR, AR RS e L M A R S
SRR AT R B LRYE TS, ok BRI R & Guih 2 U AL
ZF/ (P>0.05) , FERPIAN TN R, IR FLk
MR ATR. BAKE, EEHHN 12 G1E)L, Hp
Ttk 4 B, Lok 8 7, AFISEE TN 1-10 %5, PR (5.94
+2.52) %, EEREHEMN 13 61E )L, K586, ik
541, FERESREN 2-10 %, PHIFERK (6.14£22) B, i
=BG AT ER, P R EIE e 2 R R R &
RIFal it (P>0.05) .
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mHEASKEEALL, mEEH BT ENE
MEKR, ZRAAGTEE L (P<0.05) . LE1.

1 RBEASFREREHGRRERE (FD

i Bk A WL AR iR}

g | w | P e x | AT | K B
g 12 9 11 8 7 3 3 2 2
o (75) 91.7) (66.7) 683 | @ | @ | aen | aen
‘,Eji 13 11 11 11 10 5 2 0 9
’f% (84.6) (84.6) (84.6) 76.9) | (38.5) | (15.4) (69.2)
ﬂg 0.654 1 0.378 0.411 0.673 0.645 0.22 0.015

VE: Fisher 15

23 WIS ERT T

mEEA S KEEAM L, mEEA R I R0
ALT RS s, #MERBEK, ZREERIHFE L (P<
0.05) . WF 2.

%2 MERASEREHSREERLE ( X + 5

A5 k- WBC(X 109/ MRE LB sHE ALT AST LDH CK-MB PR (R
L) S A L1
(R 12 13.0+4.5 61.1+15.7 8.2+5.8 65.4+103.7 62.2+63.2 355.0+141.2 16.7£7.2 3.8422
R 13 15.7+£4.9 71.6+12.2 13.7£5.3 191.6£177.6 147.3£148.5 482.2£208.5 18.3+4.6 +
t i 1.453 1.875 2.463 2.146 1.835 1.769 0.646 2.5
pfH 0.16 0.074 0.022 0.043 0.079 0.09 0.525 0.02
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2.4 EBV DNA #8550 50 A8 7 (A et

KW R SR RN 1, REGEHINTAMNE L EBV
DNA HE 5 & MR RN RBHE, SR ERHE 04
M (WBC) « RAMKEANALILGE. BNEEAR (ALD .
BHEEN (AST)  FMBEAR (LDH) K2 2EIIE
MR R, Hh R E4 s, ALT. AST. LDH Y

T4 475 EBV DNA #H2 [ RBE & F 2= B E M (P<0.01).

BRI . EBV DNA #1285 WBC KM% B3N
0.408, XTR P{H A 0.043; Stk LLEIRIAER RECH 0.478,
HoF R P AEA 0.165 5 57 bk EL A A B 3 B9 AH 5% R BCH 0.511,
TR P AEN 0.009; 5 ALT FIAHE RECN 0.619, XFRi P {H
<0.001; 5 AST MIAHIKEREN 0.579, KR P {EH N 0.002; 5
LDH MAHK R ER 0.529, X P AE N 0.007; 5 WL I ]
T/ (CK-MB) K ARECH 0.281, SR PN 0.174; 5
PFERIM IR BN 0.456, SFR P {E N 0.022,

3 oiritie

EBV IR YL ] 5| f Al Ju v SR AN I 22 0F , 5 238 MR
fE3%, HFRTILE, EBIJRERALRE N DI, JEHEHET IR &tk
B4, HEAEEH, H DNABTHRRE, B
EBV BikiJG, AR, WREERRRERG RN M,
FRFERIMAE, 2 5B 2 IS IR AN E RS
AL et B AT 3 220 (1) SR R R A . LRI R I
R MU B 2 RE AN SR G P K, 2 Hm ) R4
B, 975 2 B0 (51 Hh 3L B S JRRE e 1T 4 A 45 i 55
ST, BTG ST, RERR, #EEE
E¥ PR

ARAARI, SEEHSKEEHL, B)LKFD)ER
W (ALT AMMED WIERE N, RGN RIEK, FHRk
E4 Mt B B R s, SR E ST RS RO . B
RLE W IM H il EBV DNA #& 5 CDS8+T itk g f sl
EAHRR R, & CD8+KFI2 A I oh 88 57 Al Sr i [
(KB, FREAE ER RIS 7 CDS T W anfdga, 24
JE AN CTL JE#IA IFN-v . TNE- . FFLEAPRIEG,
T B S 4RI 450, B 8TV, BB fREE g R A1,
P B KB Z RS 52 4t SREAWHEEE ], £
R, T ARG, T AR RN, SR
T AR ERL ATy S 5 184 26 02 Bl S BV B 4 RO, 3R &Y EBV
DNA #/8 7 B H ) EBV YL, ARS8 EF L
IS EON B JE . RS SR A A R, SEWL
&, EiTE. BE2EAI (ALT. AST. LDH) , X5
AR SRR, SENH IR CK-MB JEiA SAHS,

gE LR, ™M BJLIGIKRERILS EBV BB/ — E M

KMk, EBV #ite, B)LFIIH S R A S0 AR
K41 E 1 EBV DNA #2540 ks & Febn A IEAH G,

AR — IR B2 T L TV AN W 0B ™ SRR (R b
EARFARBAEREARRAL; WIS NAIA, A RAA7EH
Xz 5 Wt ER EAE, B)LSME I EBV 8 2 b

FEB o re A s DL LB DRI T A 2 S804t AR
I — B O RHER .
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